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A blinded study was undertaken to determine whether
XMRV or MLV-like virus could be detected in periph-
eral blood from 40 adult subjects divided into three
groups: severely ill with CFS, recovered from CFS, and
a control group lacking a CFS diagnosis at any time.
All patients in the“severe CFS” group currently meet
Fukuda criteria. “Recovered CFS” subjects had scores
on the SF-36 survey instrument that were significantly
lower than the healthy control group, according to
Hotelling’s T2 test. Blood was collected in EDTA tubes
and cDNA and DNA made from PBMCs. Plasma was
incubated with LNCaP cells that were subsequently
passaged. Nested PCR with USB Hot-Start IT Fideli-
Taq was performed with gag primers. Any PCR pro-
ducts of expected sizes were sequenced. Samples were
tested for mouse contamination with primers to IAP
and/or mouse mitochondrial DNA. gag sequences were
detected in both severe and recovered CFS subjects’
blood as well as in some healthy controls. gag
sequences could be amplified from genomic DNA
from LNCaP cells of some subjects after 4 or 6 subcul-
tures following incubation with certain subjects’
plasma, indicating the presence of infectious virus in
blood. All gag sequences detected in this cohort were
more similar to the MLV-like sequences reported by
Lo et al. (2010) than to the XMRV sequences reported
by Lombardi et al. (2009). Detection of gag sequences
i nw h o l eb l o o dg e n o m i cD N A st h a tw e r en e g a t i v ef o r
mouse IAP and mitochondrial DNA provides strong
evidence for infection of humans with MLV-like
viruses.
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